Introduction

51
Urban animals often differ in their behaviour, life history, demographics and fitness 
77
The aim of our study was to test whether the frequency of extra-pair offspring (EPO; 78 i.e. offspring that are not genetically related to the social partner of the female) within and 79 across broods differs between urban and non-urban great tits (Parus major), a common and 80 successfully urbanized passerine species with relatively high EPF rates (García-Navas et al.
81
2015). To test this we used a data set from two urban and two forest populations from three 82 consecutive breeding seasons.
84
Methods
85
We studied great tits breeding in nestboxes at two urban and two forest sites in We selected 86 first annual broods of marked parents and conducted multi-locus 92 genotyping on the whole families by amplifying 5 microsatellite loci with tri-and tetra-
Results
118
There were more broods containing EPO in urban than forest habitat ( Figure 1 , Table   119 1) in all three study years (urban vs. 
282
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Genotyping
374
The samples were stored at 4°C until their laboratory use. For genotyping, we used only the 375 first annual brood of selected pairs: in each study site, a clutch was regarded as first brood if it 376 was initiated before the date of the first egg laid in the earliest second clutch at that site by an 377 individually identifiable (i.e. colour-ringed) female that had a successful first breeding (i.e.
378
fledged at least one young) in that year. We extracted DNA using silica membrane isolation 
402
The 5 microsatellite markers were highly variable (see Table S1 for diversity indices). Both 
420
The number of paternally mismatched loci per offspring ranged between 2 and 7. We Table S2 . Results of Generalised Estimation Equations (GEE) models for the occurrence, number and proportion of EPO in great tit broods.
529
Study site (4 sites) and year (3 years) were the predictor variables in the models. Exponentially back-transformed parameter estimates (e b ) for the 530 four sites provide the odds of having at least one EPO in a brood, the frequency of EPO in broods that contained EPO, and the odds of each 531 offspring being EPO in broods that contained EPO, in the year 2014. For years 2012 and 2013, e b provides the difference from 2014, i.e. the odds 532 ratio of having at least one EPO, the proportional difference of the frequency of EPO, and the odds ratio of each offspring being EPO. Parameter 533 estimates (b) with their standard errors (SE) from the GEE models are also presented, and n is the number of genotyped broods in the analyses. 
